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1. WP_025301806 copper-exporting P-type ATPase CopA
2. WP_025301805 conjugal transfer protein TraB 1. WP_004158999 type IV secretion protein Rhs
3. WP_025301804 Cys-tRNA(Pro) deacylase 2. OJH83447 Rhs family protein
4. WP_025301803 D-alanyl-D-alanine carboxypeptidase/D-alanyl-D-alanine-endopeptidase 3. OJH83448 Rhs family protein
5. POP14540 hypothetical protein 14. WP_025301798 Kef family K(+) transporter 4. OJH83449 Rhs family protein
6. POP14541 Non-ribosomal peptide synthetase modules and related proteins 15. WP_025301797 inosine/guanosine kinase 5. WP_025302765 DUF1795 domain-containin

16. WP_071525946 ferrochelatase
17. WP_025301796 glycerate kinase

39. WP_025302738 aldehyde dehydrogenase family protein
13. WP_025302758 nuclease 40. WP_025302737 LysR family transcriptional regulator
14 WP_025302757 restriction endonuclease subunit S 41. WP_025302736 peptidyl-dipeptidase Dcp
15. WP_025302756 restriction endonuclease EcoEl subunit M 42. WP_025302735 hypothetical protein
16. WP_025302755 DEAD/DEAH box helicase 43. WP_025302734 hypothetical protein

'17.WP_025302754  Oxalate decarboxylase 0 44.WP_025302733 toxin-activating lysine-acyltransferase

18. POP22356 alpha/beta hydrolase 45. WP_025302732 hypothetical protein

19. POP22357 LysR family transcriptional regulator 46. WP_025302731 non-ribosomal peptide synthetase
47. WP_016927848 hypothetical protein
48. WP_025302730 hypothetical protein
49. WP_025302729 LysR family transcriptional regulator
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. R 51. WP_025302727 guanine deaminase
dot1 @ P PERD D EammmmmmammEYy s It R 3 B 2 52 WP 025302726 DNA-directed RNA polymerase subunit sigma-24
53. WP_025302725 iron dicitrate transport regulator FecR
54. WP_025302724 TonB-dependent siderophore receptor
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1. WP_025303882 hydroxyethylthiazole kinase ©16. WP_016927850 colicin V biosynthesis protein ] [><m> (1
2. WP_025303883 TetR/AcrR family transcriptional regulator "17. WP_016927851 colicin V secretion protein CvaA - Consensus [>|> q<]<j<}(]<]<}<] [ >|N >|D(] < ]<]<] <]q K] >(]> >4<]>
3. WP_025303884 hypothetical protein <]<I><m><] <] M<]<}(] q [><l>[>[>[>|> QD (1 [» <] <]<1 [>4<] [>[> l> [>N>{>{>
4. WP_025303885 multidrug transporter subunit MdtN
5. WP_025303886 membrane translocase (MDR) of MAtNOP efflux pump db11 @( €)( 1 (L <pp \ I € @YD C @D PPWOI( PP
6. WP_025303887 GNAT family N-acetyltransferase
7. WP_038629834 MFS transporter 22. WP_025303895 transcriptional regulator
8. WP_025303888 transcriptional regulator 23. WP_025303896 plasmid stabilization protein kz2 .0‘01 H <>>>‘ ”’» <} < « “ >« .»N> >> } ’ }»
9. OJH84476 transposase 24. WP_025303897 type Il toxin-antitoxin system Phd/YefM family antitoxin
10. POP21711 DUF2778 domain-containing protein 25. WP_080271261 HNH endonuclease kz11
26. WP_025303899 glutamine-hydrolyzing GMP synthase . 1 ><{N H < »> "”» <} < {{‘< N‘ . »N> ” ’ ’ M
27. WP_038629838 IMP dehydrogenase
28.WP_025303900  exodeoxyribonuclease VIl large subunit kz19 @( 4 (  Op)p EGBUUL DI orring U O G@MNHPIPIO» O P
29. WP_025303901 glycoside hydrolase family 31 protein )
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1. WP_025302863 TonB-dependent copper receptor 40. POP18400 transcriptional regulator
2. WP_071826117 DUF2946 domain-containing protein 41. POP18399 MAPEG family protein
3. POP22257 SAM-dependent methyltransferase 42. POP18398 thioredoxin
4. WP_025302861 L-sorbosone dehydrogenase | 43.WP_025302846  phospholipase D family protein
44. WP_025302845 AcrB/AcrD/AcrF family protein
45. WP_025302844 efflux RND transporter periplasmic adaptor subunit
7. WP_025302858 VOC family protein 46. WP_025302843 TetR/AcrR family transcriptional regulator
SN N ST T T T T S TTN oo N 8. OJH83531 Lactoylglutathione lyase
nsen KK
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e e h e e e W e e P 10. WP_025302856 DUF4440 domain-containing protein 49. WP_025302840 FAD-binding oxidoreductase
dbtt @ o0 S I (D 4N T X ITXEE I T 11.WP_025302855  hypothetical protein
12. OJH83534 hypothetical protein
e r e h e e W e e . 13. OJH83535 leucine dehydrogenase 52. WP_025302837 DUF2000 domain-containing protein
kz2 @ o0 PG . (4l 4N [ 2 123k I I ] 53. WP_025302836 AraC family transcriptional regulator
58. POP18393 sensor domain-containing phosphodiesterase
kz11 @ R (Gl 4D > @ » <<«
. 18. POP22268 AraC family transcriptional regulator
kz1o <O O DD O 0O DD ( G G D ar«al as 19. POP23708 hydrolase
20. POP22269 short-chain dehydrogenase/reductase
e m e e W e~ . 21. POP22270 KR domain-containing protein
ss1 [ NS A Lo { 4 4N 4B 4aa 22. POP22271 MarR family transcriptional regulator
23. POP22272 DUF1656 domain-containing protein
24. WP_025302850 NAD(P)-dependent alcohol dehydrogenase 67. WP_025302827 hypothetical protein
1. WP_025303388 MATE family efflux transporter 14. WP_025303387 hypothetical protein 25. WP_071826115 energy transducer TonB 68. WP_025302826 cyclase
2. POP19039 hypothetical protein 15. WP_025303386 glucose/quinate/shikimate family membrane-bound PQQ-dependent dehydrogenase 26. POP18414 hypothetical protein 69. WP_038629321 AraC family transcriptional requlator
3. WP_025302212 type 1 f?mbr?al prote?n 16. WP_049295918 TonB.-dependent repeptor 27. POP18413 Glu/Leu/Phe/Val dehydrogenase
4. WP_025302213 type 1 fimbrial protein _ 17. POP19027 non-ribosomal peptide synthetase 28. POP18412 polyketide synthase 71. WP_038630265 DUF2846 domain-containing protein
5. WP_080271247 outer membrane usher protein 29. POP18411 FAD-dependent oxidoreductase 72. POP18381 Transcriptional regulator, TetR
6. WP_025304993 molecu[ar Chaperonfa 30. POP18410 hypothetical protein 73. POP18380 O-methyltransferase
7. WP_025304998 type 1 flmbrlal protein 31. POP18409 Cysteine synthase 74. OJH83450 transposase
8. POP19099 e>.<otoxm . 32. POP18408 thioesterase 74. WP_025302822 membrane dipeptidase
9. POP19034 pilus as.sem.bly protc—;ln . ' 33. POP18407 siderophore biosynthesis protein 75. WP_004937827 pyrroloquinoline quinone precursor peptide PQgA
10. WP_025302217 type 1 fimbrial protein 23. WP_025303379 succinate-semialdehyde dehydrogenase | 34. POP18406 hypothetical protein 76. WP_025302821 pyrrologuinoline quinone biosynthesis protein PqgB
11. POP19032 adhesin 24. WP_004935234 glycogen synthase . 35. POP18405 TonB-dependent siderophore receptor 77. WP_025302820 pyrrologuinoline quinone biosynthesis protein PgqC
12. POP19031 DNA-binding response regulator 25. WP_025303378 pyridoxamine 5'-phosphate oxidase 36. POP18404 ABC transporter substrate-binding protein 78. WP_016927749 pyrrologuinoline quinone biosynthesis PagD
13. WP_019453466 hypothetical protein 26. WP_025303377 glutathione S-transferase 37. POP18403 TetR/AcrR family transcriptional regulator
38. POP18402 MFS transporter
39. POP18401 2-methylcitrate dehydratase
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1. WP_025304594 EamA/RhaT family transporter
3. WP_025304596 virulence factor SrfB
4. WP_025304597 virulence factor

12. WP_025304604 NAD(P)/FAD-dependent oxidoreductase

13. WP_025304605 inorganic phosphate transporter 1. WP_025302951 N-formylglutamate amidohydrolase
14. WP_016930435 universal stress protein UspB 2. WP_025302950 flagellar brake protein 24. POP18506 potassium transporter Kup
15. WP_025304606 short chain dehydrogenase 3. WP_025302949 pyridoxal kinase

4. WP_025302948 glutamine amidotransferase

8. WP_038629998 hypothetical protein

10. WP_025302942 polyphosphate kinase 2
11. WP_025302941 inorganic phosphate transporter
12. POP18519 cell wall hydrolase

13. POP18518 hypothetical protein

37 OJH83459 transposase

8. OJH83460 integral membrane protein
39 WP_025302922 elongation factor G
40. WP_016927634 CsbD family protein
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42, 18492 cysteine hydrolase
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2. WP_025304089 MFS transporter
3. WP_049232362 YmiA family putative membrane protein
4. WP_025304090 multidrug ABC transporter permease/ATP-binding protein
5. POP17191 integrase
6. POP17190 DNA-binding response regulator
7. POP17189 DNA-binding response regulator
8. POP17188 fimbrial protei
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10. POP17187 fimbrial biogenesis outer membrane usher protein 35. WP_025304102 lipoprotein
11. POP17186 molecular chaperone 36. WP_025304103 hydrolase db11 }‘ ‘»{{ {‘{{«{4 }‘“ }} }«» } }}»N}‘}}»» . <}> »‘}
12. POP17185 fimbrial protein
13. POP17184 DNA recombinase
14. POP17295 acyl carrier protein 40. WP_025304106 OmpA family protein kz2 ) € O P (OMEeH ) Ll dda gl d 4l g IR B 12 »oa
15. POP17183 beta-ketoacyl-[acyl-carrier-protein] synthase family protein 41. WP_004931717 hypothetical protein
16. POP17182 RND
17 POPIT18] M8GB famiy offlLx purmp subunt kz11 )4 P ( D (O WE@IPH ) ) didid 2l ddd 24 | PP »o e
18. POP17180 efflux RND transporter periplasmic adaptor subunit 44, WP_025304110 transcriptional regulator
19. POP17179 ABC transporter ATP-binding protein 45. WP_025304111 cytochrome ¢ kz19 P € < 4 QOGP H<« <G oorrrr» 4 O »oe
20. POP17178 ABC transporter 46. POP17293 hypothetical protein
21. POP17177 thiol:disulfide interchange protein 47. POP17160 high-affinity choline transporter BetT
22, POP17176 hypothetical protein 48. POP17159 lysine-—RNA ligase ssi1 ) <€ P ¢
50. WP_025304113 dehydrogenase 1. WP_025303515 L-ribulose-5-phosphate 4-epimerase
2. WP_025303514 Lacl family transcriptional regulator
3. POP15669 integrase
4. POP15670 integrase
5. POP15671 hypothetical protein
6. WP_025303513 LysR family transcriptional regulator
7. WP_025303512 serine hydrolase
9. WP_025303510 ankyrin repeat domain-containing protein
10. POP21606 Inversin
11. WP_025303509 glycosyltransferase family 2 protein
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db11 » B> a4 . KR N 2 1 ) ) R F— <4 4B 6 WP 025303478 hypothotiea protein
50. WP_025303477 glyoxalase/bleomycm resistance/dioxygenase family protein
__— TS € GEEE 6 <4 2 FOP21200 ryptnetoa pofei
kz2 D > o a4 4B D 4D <4 4 2 pone o0 et rotein
" 4 J J¥ X = 'r TR ¥y = T 3 < S an _
kz19 (D (DA O (HhahaaTTTna o <4l GN en e ozososare T embrane protein
9. WP_025303471 N-acetylmuramoyl-L-alanine amidase AmiA
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- - 27. WP_025303493 diaminopimelate decarboxylase 61. WP_038630282 hypothetical protein
28. WP_016927038 Cro/Cl family transcriptional regulator 62. WP_038630281 ABC transporter substrate-binding protein
______ 29. WP_025303492 DUF4432 domain-containing protein 3. WP_025303467 iron ABC transporter permease
-~ =pseudogene 30. POP15809 hypothetical protein 4. WP_025303466 ABC transporter ATP-binding protein
31. POP15691 hypothetical protein
1. WP_025301994 autoinducer-2 kinase 13. WP_025301983 molybdenum ABC transporter substrate-binding protein 32. POP15692 hypothetical protein
2. WP_025301993 MFS transporter 14. WP_025301982 ABC transporter ATP-binding protein 33. POP15693 CHAT domain-containing protein
3. WP_025301992 LysR family transcriptional regulator 15. WP_025301981 iron ABC transporter permease
16. WP_025301980 hypothetical protein
17. WP_025301979 hypothetical protein
18. POP23231 methyltransferase
19. POP16425 helix-turn-helix transcriptional regulator
20. POP16424 hypothetical protein
21. POP16423 hypothetical protein
22. WP_025301978 PEP phosphonomutase
23. WP_025301977 beta-glucosidase BglX

24. WP_025301976 LysR family transcriptional regulator



